[The role of conformational mobility in the decay of free-radical states in proteins].
The kinetic study of decay reaction of macroradicals in proteins with the use of a stochastic dynamic model of proteins has been carried out. Two types of distributions of the effective coefficients (diffusion, friction and viscosity) corresponding to two types of conformational motion of proteins have been obtained. The distributions of the effective parameters corresponding to the diffusion of protein molecule over conformational states are equal for all. The distributions of the same parameters corresponding to the diffusion of individual atomic groups in protein molecule are different and influenced by proteins, temperature and humidity. In dry proteins macroradicals disappear at the more conformational mobility only as compared with proteins in water.